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Supplement 1. PQS sequences in the N gene of Wuhan-Hu-1: A) Overlap not included; B) overlap 

included; C) the sequence view of PQSs in the gene. 
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Supplement 2. PQS sequences in the N gene of the Alpha variant: A) Overlap not included; B) overlap 

included; C) the sequence view of PQSs in the gene. 
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Supplement 3. PQS sequences in the N gene of the Bata variant: A) Overlap not included; B) overlap 

included; C) the sequence view of PQSs in the gene. 
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Supplement 4. PQS sequences in the N gene of the Gamma variant: A) Overlap not included; B) overlap 

included; C) the sequence view of PQSs in the gene. 
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Supplement 5. PQS sequences in the N gene of Delta variant: A) Overlap not included; B) overlap 

included; C) the sequence view of PQSs in the gene. 
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Supplement 6. PQS sequences in N gene of Omicron variant: A) Overlap not included; B) overlap 

included; C) the sequence view of PQSs in the gene. 
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Supplement 7. The N gene and amino acid sequence in the Delta variant: A)  N gene sequences (28247-29506); 

B) N protein amino acid sequences (1-419) 
 

A                                                           atgt ctgataatgg 

    28261 accccaaaat cagcgaaatg caccccgcat tacgtttggt ggaccctcag attcaactgg 

    28321 cagtaaccag aatggagaac gcagtggggc gcgatcaaaa caacgtcggc cccaaggttt 

    28381 acccaataat actgcgtctt ggttcaccgc tctcactcaa catggcaagg aaggccttaa 

    28441 attccctcga ggacaaggcg ttccaattaa caccaatagc agtccagatg accaaattgg 

    28501 ctactaccga agagctacca gacgaattcg tggtggtgac ggtaaaatga aagatctcag 

    28561 tccaagatgg tatttctact acctaggaac tgggccagaa gctggacttc cctatggtgc 

    28621 taacaaagac ggcatcatat gggttgcaac tgagggagcc ttgaatacac caaaagatca 

    28681 cattggcacc cgcaatcctg ctaacaatgc tgcaatcgtg ctacaacttc ctcaaggaac 

    28741 aacattgcca aaaggcttct acgcagaagg gagcagaggc ggcagtcaag cctcttctcg 

    28801 ttcctcatca cgtagtcgca acagttcaag aaattcaact ccaggcagca gtatgggaac 

    28861 ttctcctgct agaatggctg tcaatggctg tgatgctgct cttgctttgc tgctgcttga 
    28921 cagattgaac cagcttgaga gcaaaatgtc tggtaaaggc caacaacaac aaggccaaac 

    28981 tgtcactaag aaatctgctg ctgaggcttc taagaagcct cggcaaaaac gtactgccac 

    29041 taaagcatac aatgtaacac aagctttcgg cagacgtggt ccagaacaaa cccaaggaaa 

    29101 ttttggggac caggaactaa tcagacaagg aactgattac aaacattggc cgcaaattgc 

    29161 acaatttgcc cccagcgctt cagcgttctt cggaatgtcg cgcattggca tggaagtcac 

    29221 accttcggga acgtggttga cctacacagg tgccatcaaa ttggatgaca aagatccaaa 

    29281 tttcaaagat caagtcattt tgctgaataa gcatattgac gcatacaaaa cattcccacc 

    29341 aacagagcct aaaaaggaca aaaagaagaa ggcttatgaa actcaagcct taccgcagag 

    29401 acagaagaaa cagcaaactg tgactcttct tcctgctgca gatttggatg atttctccaa 

    29461 acaattgcaa caatccatga gcagtgctga ctcaactcag gcctaa 

 

B 
 

   1-44 MSDNGPQNQRNAPRITFGGPSDSTGSNQNGERSGARSKQRRPQG                 

 45-102 LPNNTASWFTALTQHGKEGLKFPRGQGVPINTNSSPDDQIGYYRRATRRIRGGDGKMK                    

103-160 DLSPRWYFYYLGTGPEAGLPYGANKDGIIWVATEGALNTPKDHIGTRNPANNAAIVLQ                 

161-218 LPQGTTLPKGFYAEGSRGGSQASSRSSSRSRNSSRNSTPGSSMGTSPARMAGNGCDAA                

219-276 LALLLLDRLNQLESKMSGKGQQQQGQTVTKKSAAEASKKPRQKRTATKAYNVTQAFGR     

277-334 RGPEQTQGNFGDQELIRQGTDYKHWPQIAQFAPSASAFFGMSRIGMEVTPSGTWLTYT     

335-392 GAIKLDDKDPNFKDQVILLNKHIDAYKTFPPTEPKKDKKKKAYETQALPQRQKKQQTV      

393-419 TLLPAADLDDFSKQLQQSMSSADSTQA 

 


